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Fig.1 Amino acid sequence of acid proteinase A from Aspergillus niger. This is

composed of H and L chains.
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Fig.2 DSC curves of acid proteinase A(A)
and of its H chain(B) observed at
various pHs. The numbers are pH val-

ues.
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Fig.3 DSC curves of acid proteinase A(A)
and of the H chain(B) at pH 7.0 and pH
6.6.
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